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1975-1979 Research Assistant, Dept. of Chemistry, University of Lodz, Poland.
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1983-1990 Lecturer, Dept. of Chemistry, University of Lodz, Poland
1989-1990 Postdoctoral Research Fellow, YSBL, Dept. of Chemistry, University of York
1991-1997 Research Fellow, YSBL, Dept. of Chemistry, University of York
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2002-2012 Reader, YSBL, Dept. of Chemistry, University f York
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1972-1977 M.Sc. (with Medal) In Biology and Biophysics, University of Lodz, Poland
1977-1980 PhD (Protein Crystallography) (summa cum laude), University of Lodz, Poland

Funding (2015 - current):

BBSRC: Revealing Molecular Bases of Signal Transduction through Drosophila Insulin Receptor

01/08/2022-31/12/2025, £554,805.

Structural studies on human Insulin Receptor, Brzozowski A.M. 06/2019 — 12/2025. Novo Nordisk Guy

Dodson Fund, £140,000.

MICA: A molecular dissection of the interplay between diabetes and cancer: an integrated,

r£nu|tidiscip|inary approach. Il. Brzozowski A.M., (PI), Jiracek J., (IOCB, Prague), 01/2018-12/ 2021, MRC,
840,000

A regional cryo-EM facility at the University of York. GJ Davies (PI) et al, AM Brzozowski (Col), Wellcome

Trust, 01/08/2017-31/07/2022, £1,601,545.

X-ray Diffraction Equipment for Macromolecular Crystallography at York GJ Davies (PIl) et al, AM

Brzozowski (Col) BBSRC: 0018/09/20-17/09/21 £750,000.00, 18/09/20-17/09/2021

A molecular dissection of the interplay between diabetes and cancer: an integrated, multidisciplinary

approach. Brzozowski A.M., (Pl), Jiracek J., (I0OCB, Prague), O’'Connor R., (UCC, Cork), 2012-2017, MRC

Programme Grant, 2012-2017, £1,800,000 (direct contribution to York - £996,680.00).

Key scientific achievements:

(i) The first structural evidence of semi-oxygenated human haemoglobin (Hb) trapped in the T state: the
first structural evidence of mixed Koshland & MCW character of the allosteric oxygen binding to human Hb.

(i) The first structural description of lipase and its serine-like proteases catalytic site. The first structural
evidence of lipase:lipids complexes and elucidation of the mechanism of interfacial activation of lipases.

(iii) The first structure determination of the blue-multi Cu laccase: lignin synthesis and degradation.

(iv) The first structure of a free human Factor Vlla of the blood clotting cascade. This allowed elucidation
of Factor Vlla activation, resulting in the design of more efficient Factor Vlla as a lifesaving drug.

(v) The structural description of human Insulin-like Growth Factor (hIGF-I) hormone: origins of functional
specificity of hIGF-I and Insulin.

(vi) The first structure determination and description of the human Oestrogen Receptor (ER) and the
hormone (oestradiol — E2) pharmacophore. This structure showed details of the E2 binding mode and
indicated possible directions for rational design of E2 analogues.

(vii) The first structural evidence for molecular basis of agonism, partial- and full-antagonism in the
Oestrogen receptor. This enabled rational drug design against breast, uterus and ovarian cancers and
hormone therapy drugs. Determination of ER complexes with co-activators peptides.

(viii) The design and testing of new crystallization screens CSS-I/Il, They have been widely used in many
laboratories and are also commercially available. They link high efficiency and potential cryoprotection.

(ix) The introduction of mono-methyl-PEGs polymers suitable for macromolecules crystallization. Since
then, hundreds of Nature, Science etc. structural papers used mmePEG-based screens.

(x) Proving that indolyl-3-acryloylglycine is not urine autism metabolite marker.
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(xi) Use of protein and organic chemistry to semi-synthesise human insulin analogues that showed
convergence of their active conformations, indicating insulin structure on human Insulin Receptor (IR). It was
confirmed later in the crystal structure of insulin:IR complex.

(xii) Determination of the first human insulin:Insulin Receptor complex.

(xiii) Determination of the Drosophila (Dm) IMPL-2 protein responsible for regulation of bioavailability of
insulins in the flies, which show novel, and very different to human IGFBPs fold and hormones binding
modes.

(xiv) First confirmation of the crystalline storage form of insulin in live pancreatic beta-cells granules.

(xv) Determination of the first invertebrate Dm IR structure in the complex with Dm DILP5 insulin, showing
very similar structural blueprint of the human and insect structures and hormones’ binding modes. This is the
first structural evidence of remarkable conservation of insulin signalling axis in the animal kingdom.

(xvi) Delivery of holistic hypothesis about signal transduction through Insulin Receptor.
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binding site of Estrogen receptor alpha. Warnmark, A. et al. (2002), J. Biol. Chem. 277, 21862-21863
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